
Est1 binding site

10

Template Region

A
G
U
G
C
C
A
C
A
C
U

U
C
A
U
G
G
U
G
U
G
G

U
G
G
G
U
U

U
G
AUU
U
U
C
C
U
C
U
C
A
U
C
G
A
GU

U
U

CG
U
G
U
G
C
G
C
AUG
U
U
C
G
U

C
U
C

U
C

A
C
A
U
C

G
A
G
U

C
A
G
A
C
A

A
A
U

U
G
U

U
C
U
U
C
A U

A
U

ACUCU
C
A
U
C
U
U
C
U
A
U
A C A

U
U
A
G
A
AGG
A
U
G
CAUCAGCAG

CUGCUGA
A

AGAGU U A
G
U

U U

U
CAUAC

A
C
C

C
A
A
U

U

GU
U
U
A
A
A
G
GC

C
U
U
U
A
G
AA

U
U
A
UA

U
U
G

U
G
U
G

A
U
U

C
C
U
G

G
U
G
U
U
GC

A
A
C
A

G
G
U
A
G
U
A
U
U
U
C
U
A
AU

U
A
G
A
A
A
U
G
C
U
A
U

G
A

A
U
A

C
G

GA
U
U

G
A

U

A
U

U
U

120

130

140

160

150

170
180

190

200

210

220

230

240

250

260

270

280

290

300

310

320

C
U
C

U
U
A
U
U
A
G
G
G
G
A
G
A
G
U
A
A
C
U
C

U
A
U
A
CAG
U
G
U

UU GUUUGGGU A
A

U
U

U
C

UGAUG
CU
C

U
U

G
GCUCUUGUC C

U
A

C

C UACUC CAG AUUACG
AU

CG AAG
A

A
U

ACG

CA UAU ACCUA GAC CCACUA ACU CAACA U
A A

G

A
A

U

G
A

G

C
C

A
A

G

A
U

U

UG
A

UG AGU GCG GAA GCA
U

GA CCG UUA GUU U
U

GGGA U
GC

U
AU A

UC
U

GG UGU GG

ACAU UCU CGU CUUUA GGU AUC UAU UAA GCA CU
C

C

UU CC
A

U

CU ACA CU U

C A

G
A

A

A
G

A

A
A

A

A
G

GC ACA
UCA UCA UU

AUGU CA

A C
A U
U

AG

UGAG GUG GU
A

G
G C

U
A

C

C

U

G
U

U

U

A

A
A

G
C

C
C

U

C G
G

A
C

G

G
A

G

A
G

A
A

A

A
C

C

C

A

U
U

G

U
A

C

G
U

G

G
G

U

UA
AA U

GU CU U
U
A

C

CA
G

C
G

CUCU AUC A CA
UG

G
UA U

AC AA A CUUC CUU UUA UG

AG GUA UUA

GC
U

A U

U CC C A
C

GA

U

C U U UG
C

A U UG GU
A

U UG
UC

C
A
C

C
G

C
G

A

A
C

U

G
U

G

C
A

U
G

C
A

U
A

A

U
C

U

U
C

C

G
G

U
U

U

U
C

U

C
A

U G A UU
U UA GC

G
A

A
C

AA A CU
U

U
U

GAGG U AAC CCC UAA
G

G

A
G

C
GGUG UAA U

G
A

GCUA U
A

C
C

AU U
AA

UC
U

C

CU

ACUC CUG CUAA C
UG

UU U

GUA GAUU GGG U
U
A

UCCAGU UAG

AC
GUU ACA G

GGGU UCG CA
U

AAUAGG
A

A

AG
C

A
C

U

U
C

U
U

U
U

U

G
G

U
C

A

U
U

U
A

A
U

U
A

AA
G

U
C

U

U
C

A

U

A
A

A
G

U
A

G

UA
A

U
U

U

GCGAAU C

A
U

C
U

C

CU
C

CAGU
U

G
G

A

AAC

G
U

G

G
A

G
G

U
U

C

U
U

C

C
C

G

UA
U
A

C
G

C

U

CA
A

G
C

U

UCUUUUA
CUA GUC GAG GUUGUAC A

AA

G
G

G

A UU
C

U
C

A

GAU
G

U

C G
A

U

U
GG GU CAG CUG GAC UC U U G

U
G

C U A C
U

A

AU
U

UCG GU CU UUC UA
A CU

C
CU GG AAC GCC U

U
G

U GU
G

AG
A

C
C

CU
C A

C
U

A
U

U

C
G

G

C
G

U

UUAA

A
A

C

G
C

C

U
A

A

G
A

ACUU CUA AUU GUGACUU AUGG

UUCU AAA A
U
A

A

G
C

U
G

UU U
CU
C

A
A

A

A
G

U
A

A
G

A

U
A

U

C
G
CG U

U
G

A
A

U

U
U

C

A
U

U

U
C

U

G
CU G

A
G

C

U
UA

U

G

G
U

U
U AA

U

C
U

C

U

C

U

U
U U UC C CA A AC CA C U U UU AGU GAU

U
U

UU

C
U

U

UG UG

Core-enclosing
helix

Template
boundary

CS7

CS5a CS6

CS5b

Kluyveromyces lactis TR
(1326 nt)

Est2 binding-site

CS2

U
A
C
A
U
C
U
C
C
C
U
A
C
U
A
A
G
A
C
U
C
G
G
G
A
A
C
U
G
U
U
G
C
A
C
U
U
A
U
C
A
A
U
U
U
A
U
U
C
U
U
G
A
G
A
U
A
A
G
G
G
C
A
A
C
A

203040
50

60

70

80

90

100

110330

340

350

360

370380
390

400
410 420

430

440450460

470
480490

500
510520530

540
550560

570

580

590

600

610

620 630 640

650

660 670

1320

1310

1300

1290

1280

1270

1260

1250

1240

1230

1220

1210

1200 1190

680

690

700

710

720

730

740

750

760

770

780

790

800 810 820

830

840

850

860

870

880

890

900
910

920

930

940

950

960 970

980

990 1000 1010

1020

1030

1180

1170

1040

1050 1060 1070

1080

1090

1100

1110

1120

1130

1140
1150 1160

sm
binding site

Pseudoknot/Template domain

CS4

CS3 V

VI

CS1 I

II

VIIa

IVaIVb


